é Summary @ Kmer Content

Relative enrichrnent over read length
@ Basic Statistics 100
CGGCS

@ Per base sequence gualit CGCCG

90
@ Per sequence quality scores
g 3
() Per base sequence content &0
=
L) Per base GC content -
@ Per sequence GC content
@ Per base N content o0
@ Sequence Length Distribution i
@ Sequence Duplication Levels
o Y 40
() Overrepresented sequences
=
k) Kmer Content 30

20

10

1 2 3 4 5 6 7 g 9 10-14 20-24 30-34 40-44 50-54 60-64 FO-74
Fosition in read (bp)
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CGGCG 3612090 3.38408523 3.8574958 75-77

C6CC6 3350125 3.2689831 4.8672655 5
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