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	Sequence


	comp3431_c0_seq1
	573
	6618
	35,793
	CTCCCTACGTTCAGACCAAAGATGCCGCTCTGGGAGAGTGGTGTGGTGCGAGCTTCGGCA

AACACCGCGGGCCACAGAACCGAACCCCGAACTCGGGGTGGTAGAACCGGAAACCGCAAGGAGACCGGGGATGATCGAACTTGGCACTTGGGTCAAGGGAGATACGGTCGAACTGAGGTG

GAGAAAACCGGACGAAAGGAAGGGGAAGGAAGCCACAGGGAAAGTTGGGGAAAACACAACCGCACTGCTTAGGCAGGGAAAACGCATACCGTGCCAACTAACCAGACCGTGAGTGCATAC

GCGAAGAGCGAGAGAACCAGAGATGGGAAAAGCTTGAGGCGAATCTGCGGGGAACAAAGG

AAGACAAAAACCGGACGTAAGGAAGGGGAAAAGAAACCTAAGGGAAACACAGCGGGAACA

AGAGCGCGGAGACGCGAAAGGACCGGCACTCATTCCAAAGAACAAACCGGTGAGAGCCG

GGGAGGGAAATGGAAACGCAGAAACGGGGAGCGATCCTCGAAGAAGCGGGAAACGACGAA

AAGGCTCTCCGGAGCAATGTAGTCATCTACCCG

	comp3417_c7_seq1
	424
	4848
	80,691
	ATCGAGATCGGAGGCGTCCATGCGAGACGACGGTCCAACCGAGCAGACGTCAGAAGCAAG

AGGCCTTGTGCGAAAGGCCAGGCCGATCGGCACTCCATCTGCACCGTGCCAGGTGCCCTA

AGGAGCTCCCATCACCCGACCCCTTGGAACATGGCCCCAGGCGCCATAAGCCAGACGCTT

CGACCTTCCTTCAGCCACATCTGATGGATTGCGTCATGCACAAACGAGCGAGTTAGGCCG

CCTGTTCAACGGAACGGGACGGCCACACCAACCCTGAACACCACCGTTCAGACACAGACC

CCCGGCCCCTCCGTCACAGAGACCGGGGGTCTGCTGCTGATTCAGGCCTTGCGCTTTTGA

TCGG

	comp3412_c2_seq2
	278
	3410
	32,210
	ATCATCGAGATCGGAGGAGCCAATGACGGCCGACACTCCACCTGAGCAAACCGTAGAAGT

CGCCTGACTTTTAGGTCCCTGCTCCAACAGTTTCCACCCAACTCGACTCTCCTCTGCACCGTTCGTAGGTGCCCTG

AAGGAAGCCAGCCCAACACCTGGACGTAATGGCCCCAGGAACCTGAAAGCCCGACACTTC

GCCCGACGCCAGCAATGGCATACGGCATGGCCCCTGTT


