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Overall Results for sample 3 :

RMA Area: 3582
RMNA Concentration: 256 ng/ul
Fragment table for sample 3 :

Name Start Size [ni]

165 1,456 1,896
235 2,730 3,262

| T |
500 1000 2000 4000

End Size |nt] Area

1

01

rENA Ratio [23s [ 16s]:
RMA Integrity Mumber (RIN):

01

% of total Area

113.2 3l.6
187.7 324

1.7
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(B.02.07)
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Overall Results for sample 4 :

RMNA Area: 3479
RMA Concentration: 248 ng/pl
Fragment table for sample 4 :

Name Start Size [nt]

165 1,386 1,880
235 2,560 3,276

End Size [nt] Area

I ! T T
500 1000 2000 4000

03

rRMA Ratio [23s 7 16s]:
RMA Integrity Number (RIN):

03

% of total Area

106.5 30.6
178.9 314

1.7
10

(B.02.07)
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Overall Results for sample 6 : 06

RMA Area: 364 .2
260 ng/ul

rRMNA Ratio [23s [ 16s]:

RMA Concentration: RNA Integrity Mumber {RIN):

Fragment table for sample 6 : 06
MName Start Size [nt] End Size [nt] Area %% of total Area

165 1,470 1,705 104.4 28.7
235 2,637 3,199 125.1 34.3
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Overall Results for sample 7 : 09

RMA Area: 3892
278 nglul

rRMA Ratio [23s [ 16s]:

RMA Concentration: RNA Integrity Number {RIN):

Fragment table for sample 7 : 09
Name Start Size [nt] End Size [nt] Area % of total Area

165 1,447 1,673 109.8 28.2
235 2,088 3,168 135.7 34.9
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